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AMENDMENTS TO THE CLAIMS: 

Pursuant to the revised 37 C.F.R. § 1.121, the following listing of claims replaces 
all prior versions and listings of claims in the application: 

Listing of Claims: 

1-183. (Canceled) 

184. (New) An isolated or recombinant polypeptide, wherein the polypeptide induces 
proliferation of T cells in the presence of a p35 polypeptide subunit of hiunan interleukin-12, and 
wherein the polypeptide comprises a sequence that is at least 95% identical to the mature domain 
ofSEQIDNO:8. 

1 85. (New) The isolated or recombinant polypeptide of claim 1 84, wherein the mature 
domain comprises amino acid residues 23-324 of SEQ ID N0:8. 

1 86. (New) The isolated or recombinant polypeptide of claim 1 84, wherein the 
polypeptide comprises a sequence that is at least 97% identical to the mature domain of SEQ ID 
N0:8. 

187. (New) The isolated or recombinant polypeptide of claim 186, wherein the 
polypeptide comprises the mature domain of SEQ ID N0:8. 

1 88. (New) An isolated or recombinant polypeptide, wherein the polypeptide induces 
proUferation of T cells in the presence of ap35 polypeptide subunit of human interleukin-12, and 
wherein the polypeptide comprises a sequence that is at least 95% identical to the sequence of 
SEQ ID N0:8. 
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189. (New) The isolated or recombinant polypeptide of claim 188, wherein the 
polypeptide comprises a sequence that is at least 97% identical to the sequence of SEQ ID N0:8. 

1 90. (New) The isolated or recombinant polypeptide of claim 1 89, wherein the 
polypeptide comprises the sequence of SEQ ID N0:8. 

191. (New) An isolated or recombinant polypeptide which induces proliferation of T 
cells in the presence of a p35 polypeptide subunit of human interleukin-12, said isolated or 
recombinant polypeptide comprising a sequence: IWEL-X27-K-X29-VYWELDWYP-X40- 
APGE-X45-VVL-X49-CDTPEEDGITWT-X62-DQSS-X67-VLG-X71-GKTLTI-X78- 
VKEFGDAGQYTC-X91-KGG-X95-X96-LS-X99-SLLLLHKKEDGIWSTDILKDQK-X122-PK- 

Xi25-K-Xi27-FL-Xi3o-CEAK-Xi35-YSG-Xi39-FTCWWLT-Xi47-ISTDL-Xi53-F-Xi55-V^^ 

Xi63-DP-Xi66-GVTCG-Xi72-Xi73-Xi74-LS-Xi77-Xi78-Xi79-Xi80-Xi81-Xi82-Xi83-Xi84-Xi85-Xi86- 
X187-X188-Y-X190-VECQE-X196-SACP-X20I-AEESLPIEV-X211-X212-X213-A-X215- 

HKLKYENYTS-X226-FFIRDIIKPDPPKNLQL-X244-PLKNSR-X2^ 

WDTWS-X264-PHSYFSLTF-X274-X275-QVQG-X280-X281-KRE-X285-X286-X287-X288-X289-^^ 
X29I -D-X293-TS A-X297- V-X299-C-X301 -K-X303- A-X305-I-X307- V-X309- A-X3 1 1 -DRY-X3 1 5-SS -X3 1 8- 

WS-X321-WASV-X326-X327-X328, or a conservatively substituted variation thereof, 

where X27 is K or E; X29 is D or N; X40 is D or N; X45 is M or T; X49 is T or A; X62 is S; 
X67 is E or G; X71 is T; X78 is H; X91 is H or R; X95 is E, A, K, or T, X96 is V or A; X99 is R or Q; 
X122 is E or K; X125 is N or A; X127 is S or I; X130 is K; X135 is N or D; X139 is R or H; X147 is T or 
A; X153 is T or K; X155 is S or T; X163 is S or T; X166 is Q, R, or H; X172 is A or T; X173 is A or V; 
X174 is T or L; X177 is A or E; X178 is E or D; X179 is R, L, or K; Xiso is V or G; Xisi to Xi84 
inclusive is deleted, or is replaced with the sequence S-(L or M)-(E or D)-H-R; X185 is E; X186 is 
Y; Xi87 is K or N; Xiss is K; X190 is R or T; X196 is G; X201 is A or S; X211 is V; X212 is V or L; 
X2i3 is D or E; X215 is V or I; X226 is S or R; X244 is K or R; X251 is Q or H; X254 is V or I; X255 is S 
or N; X257 is E or G; X264 is T or A; X274 is C or G; X275 is V or I; X280 is K or R; X281 is S or N; 
X285 is K or D; X286 is K or R; X287 is D or is deleted; X288 is R or is deleted; X289 is I or L; X291 is 
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T or M; X293 is K or Q; X297 is T or K; X299 is I, T, or V; X301 is R or H; X303 is N or D; X305 is K; 
X307 is R; X309 is Q; X31 1 is R; X315 is Y or H; X318 is S or F; X321 is E or D; X326 is P or S; X327 is 
C or L; and X328 is S, G, or Q. 

192. (New) An isolated or recombinant polypeptide which induces proliferation of T 
cells in the presence of a p35 polypeptide subunit of human interleukin-12, wherein the 
polypeptide comprises a sequence which differs from the mature domain of p40 polypeptide 
subunit of human interleukin-12 set forth in SEQ ID N0:15 in 1 to 18 amino acid positions and 
which comprises the substitution SerSOSLys relative to SEQ ID NO: 15. 

193. (New) The isolated or recombinant polypeptide of claim 192, wherein the 
polypeptide further comprises a deletion of amino acid residues ArglSl to Asnl84 inclusive 
relative to SEQ ID N0:15. 

194. (New) The isolated or recombinant polypeptide of claim 192, wherein the 
polypeptide further comprises at least one substitution relative to SEQ ID NO: 15 selected from 
the group of Leu62Ser, Ser71Thr, Gln78His, His99(Arg or Gin), Thrl27(Ser or He), Argl30Lys, 
Lysl85Glu, Glul86Tyr, Tyrl87(Lys or Asn), Glul88Lys, Serl90(Arg or Thr), Aspl96Gly, 
Met21 IVal, Val289(Ile or Leu), Ser305Lys, Ser307Arg, Arg309Gln, and Ghi31 1 Arg. 

195. (New) The isolated or recombinant polypeptide of claim 193, wherein the 
polypeptide further comprises at least one substitution relative to SEQ ID NO: 15 selected from 
the group of Leu62Ser, Ser71Thr, Ghi78His, His99(Arg or Gin), Thrl27(Ser or He), Argl30Lys, 
Lysl85Glu, Glul86Tyr, Tyrl87(Lys or Asn), Glul88Lys, Serl90(Arg or Thr), Aspl96Gly, 
Met211Val, Val289(Ile or Leu), Ser305Lys, Ser307Arg, Arg309Gln, and Ghi311Arg. 
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196. (New) The isolated or recombinant polypeptide of claim 194, wherein the 
polypeptide further comprises the following substitutions relative to SEQ E) NO: 15: Lysl85Glu, 
Glul86Tyr, Tyrl87(Lys or Asn), GlulSSLys, Serl90(Arg or Thr). 

197. (New) The isolated or recombinant polypeptide of claim 195, wherein the 
polypeptide further comprises the following substitutions relative to SEQ ID NO: 15: Lysl85Glu, 
Glul86Tyr, Tyrl87(Lys or Asn), Glul88Lys, Serl90(Arg or Thr). 

198. (New) The isolated or recombinant polypeptide of claim 192, wherein the 
polypeptide further comprises substitutions His99Arg and Val289Ile relative to SEQ ID NO: 15. 

1 99. (New) The isolated or recombinant polypeptide of claim 1 93 wherein the 
polypeptide further comprises substitutions His99Arg and Val289Ile relative to SEQ ID NO: 15. 

200. (New) The isolated or recombinant polypeptide of claim 1 92, wherein the 
polypeptide further comprises at least one substitution relative to SEQ ID NO: 15 selected from 
the group of Met45Thr, Val96Ala, Glu257Gly, Val275Ile, and Ser318Phe. 

201 . (New) A composition comprising the polypeptide of claim 1 84 and a carrier. 

202. (New) A composition comprising the polypeptide of claim 191 and a carrier. 

203. (New) A composition comprising the polypeptide of claim 193 and a carrier. 

204. (New) The composition of claim 201 , further comprising a p35 polypeptide 
subunit of himian interleukin-12. 

205. (New) The composition of claim 202, further comprising a p35 polypeptide 
subunit of himian interleukin-12. 

206. (New) The composition of claim 203, further comprising a p35 polypeptide 
subimit of hiiman interleukin-12. 
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207. (New) The composition of claim 201, wherein the carrier is a pharmaceutically 
acceptable carrier. 

208. (New) The isolated or recombinant polypeptide of claim 1 84, wherein the 
polypeptide induces a 4-fold increase in the proliferation of T cells in the presence of the p35 
polypeptide subunit of himian interleukin-12 compared to the proliferation of T cells induced by 
a p40 polypeptide subunit of human interleukin-12 in the presence of the p35 polypeptide 
subunit of himian interleukin-12. 



